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Abstract
Biodiversity loss amplifies the need for taxonomic understanding at global, regional, and local scales. The United
Nations Environmental Programme Sustainable Development Goals are explicit in their demand for greater
accountability with respect to ecosystem management, and Sustainable Development Goal 15, Life on Land,
specifically calls for a halt to biodiversity loss. Pollinators (bees and butterflies) are two functional groups with public
attention for protection, yet little long-term data availability. National Parks, including those in the United States, act
as optimal sites to study biodiversity loss, but historic data tends to vary in availability. This study addresses systematic
taxonomic and digitalization biases present within historic (museum), modern (citizen science), and non-digitized
(private collection) datasets for Yellowstone and Grand Teton National Parks from 1900 to 2021. We find that,
although database record availability is representative of butterfly and bumble bee groups known for the area,
categories such as data rescue, digitalization/availability, and management/archiving vary across database types.
These findings on virtual datasets offer opportunities for conservationists to understand the efficacy of digitized
collections in addressing questions of species loss over time, including the strengths and pitfalls of digitized data
repositories. Additionally, virtual datasets can be utilized to monitor biodiversity under Sustainable Development Goal
15 targets while also promoting broader access to resources such as museum collections for educational purposes.

Science highlights
• Natural history collections (NHCs) work to preserve biodiversity but tend to hold taxonomic biases.
• The rapid digitalization of species occurrence data works to improve biodiversity understanding.
• Pollinator NHCs can inform conservation targets like SDG 15, but only for a subset of species.

Policy and practice recommendations
• Additional funding towards data digitalization will broaden the understanding of lesser-known taxa.
• Virtual museum resources should become more readily accessible to educate and engage the public in species

conservation work; citizen science applications can act as an additional educational tool to promote public
conservation interest.

• International biodiversity sampling efforts should be encouraged to document species decline.
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Introduction
Natural history collections (NHCs) have rich histories
worldwide and act as repositories for specimens of all
kinds, from rare and endemic species of flowers to
pests and invasive insects. However, the potential of
NHCs to explore landscape changes and project
species conservation targets like those set by the
United Nations Environmental Programme (UNEP)
Sustainable Development Goals (SDGs) 14 (Life Below
Water) and 15 (Life on Land) is largely overlooked [1, 2].
NHCs have been used to highlight the impacts of climate
change on biodiversity, especially for insects and plants,
but these efforts for pollinator species have often been
restricted to a few charismatic groups such as the
Nymphalidae and Lycaenidae butterflies, small regions,
and short time periods [3]. Researchers have yet to con-
nect biodiversity interactions over time back to species’
phenological changes, and NHCs provide opportunities
to execute such connections [4].
As highly mobile and diverse species, insects have his-

torically been understudied and undervalued, making
them more challenging to conserve [5, 6]. The
Endangered Species Act (ESA) of the United States (US)
includes 97 federally listed insect species; in contrast, 419
vertebrate species are considered threatened or endan-
gered [7]. The difficulties accredited to insect protection
under the ESA include their dynamic relationships with
plants that may also have listing status, habitat-specific
requirements, and limitations in taxonomic understand-
ing [6, 7]. In some states within the US, insects are not
considered wildlife and, as a result, cannot be conserved
under laws like the ESA [8]. When considered at
a broader, global scale, biodiversity conservation efforts
for taxonomic groups such as insects are currently prior-
itized through Sustainable Development Goal (SDG) 15—
Life on Land [9]. The United Nations established seven-
teen SDGs in 2012 to address the economic, environmen-
tal, and political challenges facing countries all around the
world. SDG 15 contains twelve targets and fourteen indi-
cators, which together serve as a roadmap for addressing
issues related to forest management, land use and species
extinction. SDG 15 aims to “protect, restore, and promote
sustainable use of terrestrial ecosystems…and halt biodi-
versity loss” [10]. Biodiversity loss and climate change
impact critical ecosystem services such as pollination, an
interaction between plants and insects that produces over
70% of global food sources worldwide, which also inter-
sects other SDGs beyond SDG 15 such as SDG 2—Zero
Hunger [9, 11]. The relationships and interactions
between SDGs are still being studied, but evidence

suggests that although it may be impossible to achieve
all of them, it is still important to consider how they
influence each other in terms of synergistic benefits and
trade-offs [12]. Almost 20% of the most common insect
pollinator “flower visitor” functional groups—bees and
butterflies—face extinction threats within the next gen-
eration; however, the patterns and causes of decline are
still in question [11, 13].
The historical reference of pollinators (bees and butter-

flies) is of particular concern as species decline occurs
nationally and internationally [13]—because of this,
there is an “urgency” to document species diversity
through NHCs and other data repositories [14]. The
inability to determine the patterns and causes of decline
underscores the need for efforts such as digitalization.
NHC digitalization efforts are being accelerated to docu-
ment species facing biodiversity loss through several
initiatives that integrate biological collections into educa-
tion and research projects [15] with available taxonomic
and genetic information. The Symbiota Collection of
Arthropod Network (SCAN) acts as the primary NHC
digitalization repository for North American arthropod
collections (185 collections in total), with other large-
scale biodiversity collection tools such as the Global
Biodiversity Information Facility (GBIF) and iDigBio act-
ing as larger repositories for all taxa within NHC digita-
lization discussions [14]. Further emphasizing the species
documentation “urgency,” in an initial synthesis of
North American collections, Cobb et al. [14] found that
~95% of North American insect specimen labels have yet
to be transcribed for research purposes, and about
two percent of specimens have been digitized with images
(see Additional File 2 for digitalization statistics relevant
to this study). With US NHC target digitalization trajec-
tories, the group projects that 38% of all current North
American arthropod specimens can be digitized by 2050,
and less than one percent of collections will be digitized
with images.
More recent introductions of large-scale datasets

through citizen science, where the public contributes
toward scientific efforts [16], have the potential to eluci-
date species patterns of decline [17], in addition to the
use of NHCs and other research efforts. Emerging
mobile phone technology has increased the collection
and distribution of citizen science datasets, and with
improvements to taxonomic and locational accuracy
since their inception [18]. By complementing data
sources from taxonomic experts and community scien-
tists, species assessments can be done during the age of
NHC database digitization [15] and with the assistance
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of increased public participation in the scientific and
biodiversity collection processes [16]. For the purposes
of this analysis, we consider NHCs and citizen science
databases such as iNaturalist and BugGuide as synon-
ymous resources that can help researchers ascertain
species occurrence patterns over time. Citizen science
datasets will continue to become richer in both data
quality and quantity as technology improves and public
interest in scientific discovery grows [19]. However, we
cannot dismiss that citizen science data does present
some limitations, such as the types of questions that
can be asked by a researcher [20], the effort (and fund-
ing) required to successfully implement community help
and long-term engagement [21], data biases, and data
accuracy [22, 23]. Nevertheless, these limitations are
outweighed by the long-term benefits of such data col-
lection and its ability to provide understanding to cur-
rent data gaps within geographic regions.
As NHC records become available to the public

through the digitalization of specimens, these data will
become useful in conjunction with citizen science and
other recent biodiversity species inventory collection
efforts, and at the global scale [1, 3]. Recent studies
have also noted the potential of digitalization as
a powerful tool in achieving the SDGs centered around
climate change, species conservation, as well as different
sectors such as agriculture, energy, and health [24, 25].
However, digitalization capabilities vary across collec-
tions and geographic regions, with percentages of com-
plete databases tied to the size of the collection,
resources available, and funding tied to taxa-specific
questions [14]. Taxonomic and geographic biases pre-
sent within species occurrence datasets challenges
researchers, land managers, and policymakers alike in
their capabilities to effectively work towards SDG 15,
because a baseline understanding of species diversity is
critical before significant conservation actions can occur
[26]. However, with the addition of citizen science data
repositories that act as real-time data collection tools,
researchers can assess species occurrences and upload
observations more rapidly than the digitalization process
allows for, and this can help in the understanding of
species changes documented globally over time [27].
When connected with multiple records, species

groups, and field sampling protocols, NHC studies have
successfully tracked progressions in insect flight periods,
temperature responses, genetic variation, and voltinism
stages that are all tied to warmer temperatures and other
climatic pressures, but these efforts have not happened
within the Rocky Mountain region of the US, or more
specifically, the Greater Yellowstone Ecosystem (GYE)
and within Yellowstone and Grand Teton National
Parks [3, 28]. US National Parks, in addition to other
protected areas nationally and worldwide, can act as

species refuges for all biodiversity, including pollinators
[5]. In the age of these climatic pressures, prioritizing
suitable habitat for species conservation is essential, as
addressed through SDG 15 [29]. Both Yellowstone and
Grand Teton National Parks have historical records in
federal, academic, and local museums, as well as private
collections, but there are less known collection efforts in
the neighboring national forests and private lands within
the GYE, one of the largest contiguous protected areas in
the continental US, and no synthesis of all available his-
torical records in virtual databases. This is a common
problem observed across biodiversity studies intending
to utilize digitized records, as the compilation of records
across differing resources takes time, effort, curatorial
support, and taxonomic expertise [30]. As such, this
study aims to act as a benchmark for understanding
US pollinator decline within two protected areas
(Yellowstone and Grand Teton National Parks) as told
through historic collections.
For this study, “collections” are defined as those that

are publicly available through online databases. This
includes resources coming from large biodiversity repo-
sitories, such as iDigBio, GBIF, and SCAN, smaller bio-
diversity repositories, such as individual university
databases, citizen science databases such as iNaturalist,
and a review of the National Park Service (NPS) research
permitting reports relevant to bumble bees and butter-
flies. When a non-digitized dataset was known, such as
a private collection or a count list, these resources were
also included. Incorporating both citizen science records
and permit-reported data is a method aimed at addres-
sing uncertainties associated with digitized data.
Additionally, it acknowledges the significance of records
that may not fit within the conventional museum cura-
tion framework but are nonetheless valuable resources
due to public participation. This effort also aims to rank
the status of species diversity records within the
known databases in their ability to answer questions
surrounding data rescue, digitalization/availability, and
archiving/management, which translates beyond the
parks to larger SDG 15 and sustainability education
targets surrounding biodiversity conservation efforts
and systematic digitalization priorities (Fig. 1).

Study goals
This study offers a comprehensive overview of pollinator
(bumble bees and butterflies) data within Yellowstone
(YELL) and Grand Teton (GRTE) National Parks. We
aim to highlight past collection priorities and shed light
on the status of species biodiversity through these col-
lections. The following questions guided this research:
what pollinator species (bumble bees and butterflies)
were known or documented to occur within YELL and
GRTE from 1900 to 2021, and what patterns were
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observed within virtual databases regarding digitization
and species understanding efforts? Broadly, pollinator
data for groups such as bees and butterflies are more
available in collections because of their charismatic spe-
cies groups [14] and benefits to ecosystem services [13].
However, taxonomic and database digitalization biases
present within current datasets are uncertain, and there-
fore, data for certain species within these groups may be
limited. Before addressing questions such as species
range shifts or pollinator declines, baseline data under-
standing is needed that can act as evidence for any
species changes that have occurred. This is especially
important as ecosystems face panarchy, or irreversible
rates of change, and species will need to become more
resilient towards shifting landscapes or risk rapid rates of
decline [31–35]. NHCs and other virtual datasets, as
a result, may act as critical time capsules for biodiversity
by documenting resilient and non-resilient species in
perpetuity. This information can then be utilized to for-
mulate effective conservation strategies and contribute
to achieving SDG 15 targets.
Through this study, we evaluated the availability of

collection records compared to expected species occur-
rence records (data robustness analysis), analyzed the
biodiversity and evenness of such records (species diver-
sity analysis), and compared databases with records used
in this study for taxonomic and digitalization gaps (data-
base gap analysis). We hypothesize that the current
knowledge of pollinators is biased towards certain taxo-
nomic groups, leading to gaps in species understanding
and potential underestimations of the importance and
conservation needs of other pollinator groups. Taxa
that are more charismatic and showier, such as the
Nymphalidae butterflies and bumble bees, will be more

prominent in the databases than lesser-known and smal-
ler taxa, such as the Hesperiidae butterflies. Similarly,
databases will be biased in the data reported and avail-
able for varying taxonomic groups and spatial areas of
the parks, even among the bumble bee and butterfly
groups. These data digitalization biases will reflect not
only the collector histories stored within the NHCs but
also the resources, personnel, and taxonomic specialties
of the subsequent collections. Taxonomic and database
digitalization biases, therefore, may significantly influ-
ence one’s ability to inform overarching questions such
as biodiversity loss for broad groups such as pollinator
species in western US National Parks, and this could
have broader impact on targets such as SDG 15 in its
intentions to conserve species diversity.

Methods
Dataset preparation
All digitized NHC and citizen science records available for
the counties within YELL and GRTE National Parks and
surrounding areas from 1900 to 2021 were tracked for
two functional groups of pollinators: butterflies (order
Lepidoptera) and bumble bees (order Hymenoptera,
family Apidae, genus Bombus). Online species NHC
downloads were filtered first by location, a 60-km bound-
ing box containing the two parks and surrounding GYE
area, then by the respective taxonomic level. Within
butterflies, species were filtered based on the five butterfly
families observed within the park: Hesperiidae (Skippers),
Lycaenidae (Blues and Hairstreaks), Nymphalidae (Brush-
footed Butterflies), Papilionidae (Swallowtails), and
Pieridae (Whites, Sulphurs, and Yellows). Datasets with
relevant, digitized records included: GBIF [36–41],
SCAN, the Smithsonian Institution, Bombus of Canada,

Fig. 1 Working definitions for data rescue, digitalization/availability, and archiving/management used when assessing species occurrence databases.
Figure created with Biorender.com
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the Lepidopterist’s Society, iDigBio, BugGuide, and
iNaturalist. These databases were selected as primary
online resources given their frequency of use within the
NHC and entomology literature [14]. For a full list of
repositories housed within databases such as GBIF,
SCAN, and iDigBio, including federal, state, and university
repositories, see Additional Files 1 and 2.
Datasets with known relevant, non-digitized records

included: Yellowstone’s Fourth of July Butterfly Count
records (Marilyn Lutz, NPS, Joshua Tree, California,
personal communications, September 30, 2018), the
Yellowstone Heritage and Research Center, and the
Harp Collections (Chuck Harp, Colorado State
University, Fort Collins, Colorado, personal communica-
tions, January 20, 2019). To account for gaps in species
data that have yet to be digitized but may be stored
within NHCs or private collections, the NPS research
permit and reporting system database was searched for
both GRTE and YELL by reviewing research investigator
annual reports (IAR) publicly reported since 1991 with
ties to pollinator, bumble bee, and butterfly research.
The IAR system within the NPS requires data reporting
prior to permit resubmission, so this database can pro-
vide baseline data from each approved research project
done in the park, even if a project did not collect speci-
mens or have the resources to digitize their specimen
collections. The database was searched by each park with
the key terms “pollinator(s),” “bees,” “Bombus,”
“butterfly(s),” and the five butterfly families individually;
this ensured all relevant permits were viewed. Data that
included species-level identifications and specimen
counts were added to the list of available historic
records.
When available, data from online repositories were

queried using the DarwinCore format, a biodiversity
archive standard that includes taxon, occurrence, and
event metadata [42]. This ensured that duplicates pre-
sent within overlapping databases, specifically within
data repositories such as GBIF, iDigBio, and SCAN,
could be filtered out of the final analysis. All data were
prepped using the “tidyverse” package in R [43].
Databases were cleaned based on their robustness of
records; first, by the number of total occurrences and
its proportion of digitized (i.e., records with complete
metadata, including images) records, as well as records
with complete taxonomic, georeferenced, and temporal
information. Records that were incomplete were flagged
but not omitted from the final analysis. All data, includ-
ing the analysis, are available for download and use on
Mendeley Data [44].

Virtual database robustness analysis
We followed a three-step analysis of available data to
ensure that comparisons between species diversity and

database completeness could effectively occur with the
data available in a digitized format. For an overview
schematic of this analysis process, including the data
components and research aims, see Fig. 2. First, we
evaluated the online databases (including the NPS
research permits) and in-person collections for data
quality and quantity. To answer this question, we ran
a chi-square (χ²) test in Microsoft Excel to compare the
relationship between butterfly species families and genus
Bombus observations within the databases (n = 47 data-
bases). We organized our χ² test by using a list of
expected species observed in the park and compared
this to the observed list of species available across the
databases. P-values less than 0.05 indicated that database
records were significant in comparison to expected spe-
cies occurrences. If the observed list of species was not
representative of what was expected, we would have
needed to restructure the rest of the analyses to reflect
these data gaps apparent at the onset of this effort.

Species diversity data analysis
Next, we calculated species richness and evenness
indices across both parks, outside of the parks, and in
the overall area using all online, in-person, and research
permit records with species-level identifications. For
this, the Shannon-Wiener Index (H’), Pielou evenness
(J), and Shannon-Wiener Effective Diversity Number
(eH’) indices were used [45, 46]. Shannon-Wiener
Index, Pielou evenness, and effective (true) Shannon-
Wiener Index diversity values were calculated across
taxonomic groups. All calculations were performed

Fig. 2 The methods workflow used to prepare and analyze data for
species occurrence understanding and taxonomic/database gaps. Figure
created with Biorender.com
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using the “vegan” package in R [47]. Higher Shannon-
Wiener Index values represent more diverse areas of
species diversity; these values typically fall within the
range of 1.5–3.5. Pielou evenness values closer to one
indicate a richer, more evenly dispersed species diversity
seen across the area. Like the Shannon-Wiener Index,
higher Shannon-Wiener Effective Diversity Number
indices represent true, diverse equivalent areas of species
diversity that are minimized by sampling biases such as
larger abundances of species within the sample size com-
pared to rare species [48]. Because of the diversity and
sampling uncertainties presented within the Shannon-
Wiener and Pielou evenness indices, the Shannon-
Wiener Effective Diversity Number was used to provide
an equivalent, hypothetical understanding of species
diversity to the observed ecosystem by balancing out
rare versus abundant species. We did this to minimize
sampling biases seen across taxa, areas, and years within
the NHCs and citizen science databases, as this is some-
thing that is criticized within richness and evenness stu-
dies that utilize these analyses for biodiversity
understanding [48].

Database gaps analysis
Finally, given gaps in data availability within online data-
bases due to the digitalization process, we ranked all
occurrence data in relation to categories of data rescue,
digitalization/availability, and archiving/management. Each
database category (federal, citizen science, state, private,
mixed-source, and university records) was scored using
a Spearman rank correlation method in Microsoft Excel
based on digitalization metrics. Digitalization metrics
relied on database reporting available online and followed
a 0–100 scale for the data rescue, digitalization/availability,
and archiving/management categories. A Spearman rank
correlation coefficient less than the critical value for n = 6
indicated a significant correlation between categories and
databases.

Results
For an overview understanding of available records by
database type and taxonomic group, as well as a database
overview and digitalization statistics, see Additional Files
1 and 2. The following records could be refined based on
currently known ranges: Bombus lapponincus, four
records; B. terricola, one record; and B. vosnesenskii,

two records. For butterflies, the following species only
had one observation within the databases, or species
identifications could be refined based on currently
known ranges: (Anthocharis cethura, Euchloe lotta,
Pieris oleracea, Pieris virginiensis, Papilio canadensis,
Oeneis alberta, Oeneis macounii, Euphilotes glaucon,
Cupido comyntas, Satyrium acadica, Erynnis pacuvius
lilius, Hesperia leonardus, Hesperia ottoe, Hesperopsis
alpheus, Megathymus streckeri, Oarisma edwardsii,
Hesperopsis libya, Polites rhesus, Polites vibex, and
Pompeius verna). Eleven records were identified only to
the family level (four Lycaenidae, two Pieridae, and five
Rionidae (Metalmarks)), and three records within the
Nymphalidae were only identified at the subfamily level
(Limenitidinae). Within Bombus, 39 records from online
databases were only identified down to the genus level,
and 213 records had no locational or temporal informa-
tion available.

Virtual database robustness
To address database robustness in species diversity
understanding, χ² values less than 0.05 at the 95% con-
fidence interval indicated there was a statistically signifi-
cant relationship between species observed across
databases. χ² results show that the genus Bombus and
all butterfly families have significant database represen-
tation for the observed species occurrences compared to
the expected values (p < 0.05) (Table 1). The total collec-
tions available for each taxonomic group varied by loca-
tion (n = 10,051 records), with Bombus, Lycaenidae, and
Nymphalidae groups having the largest digitalization of
records. For a breakdown of the most common species
collected, see Fig. 3.

Species diversity
In GRTE, YELL, outside of the parks, and within the
GYE overall, family Nymphalidae had the highest
Shannon-Wiener (H’) (3.34, 3.225, 2.92, and 3.38, respec-
tively) and Effective Shannon-Wiener Index (eH’) (28.21,
25,70, 18.53, and 29.33, respectively), while family
Papilionidae had the lowest values across all locations
(0.59 H’ for GRTE and YELL and 0.83 for GYE; 1.80 eH’

for GRTE and YELL and 2.30 for GYE) except for out-
side of the parks, which had the lowest value for genus
Bombus (1.66 H’ and 5.27 eH’, respectively) (Table 2). For
Pielou evenness (J), family Pieridae had the highest value

Table 1 χ² values for each taxonomic group observed across the databases with GYE records (n = 47), and p-values to represent
database significance in representing expected species

Bombus Hesperiidae Lycaenidae Nymphalidae Papilionidae Pieridae
χ² 5022.05 1985.43 1283.85 2405.66 1086.32 435.22
p-value 0* 0* 8.82 × 10−239* 0* 1.76 × 10−197* 8.27 × 10−65*

P-values less than 0.05 are denoted with an asterisk (*), meaning that the observed database representation is significant, and representative of the population
compared to the expected values

Whipple et al. Sustainable Earth Reviews00000000000(2024)07:130 Page 6 of 12



in GRTE (0.32), YELL (0.32), and across the overall area
(0.31). Family Hesperiidae had the highest evenness
value for the outside of the park records (0.45). In con-
trast, the genus Bombus had the lowest evenness value
outside of park sampling areas (0.25), the Papilionidae
had the lowest value in GRTE (0.13) and YELL (0.13),
and the Lycaenidae had the lowest overall value (0.20).
More variation occurred across families for middle
ranking richness and evenness values. There were mini-
mal historic or citizen science records available for
Papilionidae outside of the parks (five records), which
caused these values to be omitted from the species rich-
ness and evenness rankings.

Database gaps
In the analysis, a Spearman rank correlation coefficient
below the established critical value of 0.829 for n = 6 was
indicative of a significant correlation between categories
and databases. The Spearman rank correlation results
indicate that the relationship between data rescue and
archiving/management, as well as digitalization/avail-
ability and archiving/management was significant across
the database categories (above the Spearman rank criti-
cal value of 0.829 for 0.05 significance) whereas the
relationship between data rescue and digitalization/avail-
ability was not significant (below the Spearman rank
critical value of 0.829) (Table 3). When ranking across

Fig. 3 Species breakdown of most common occurrences by taxonomic group. For genus Bombus, B. bifarius = 1643 records, B. rufocinctus = 902
records, B. occidentalis = 765 records, B. mixtus = 560 records, and B. flavifrons = 537 records. For family Hesperiidae, Hesperia colorado = 105 records,
Erynnis persius = 57 records, Ochlodes sylvanoides = 54 records, Carterocephalus palaemon = 42 records, and Erynnis icelus = 29 records. For family
Lycaenidae, Plebejus idas = 1820 records, Icaricia icariodes = 259 records, Tharsalea heteronea = 198 records, Tharsalea helloides = 137 records, and
Icaricia saepiolus = 127 records. For family Nymphalidae, Ceoenonymha haydenii = 418 records, Speyeria mormonia = 363 records, Erebia epiposodea =
183 records, Euphydryas anicia = 181 records, and Oeneis chryxus chryxus = 180 records. For family Papilionidae, Parnassius clodius = 1299 records,
Parnassius phoebus smintheus = 427 records, Papilio zelicaon = 51 records, Papilio rutulus = 23 records, and Paplilio eurymedon = 18 records. For family
Pieridae, Anthocharis julia = 118 records, Euchloe ausonides = 88 records, Pieris marginalis = 76 records, Colias meadii = 72 records, and Colias philodice
= 70 records. All photograph credits of S. Whipple, G. Bowser, and additional field interns
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the three categories, database categories such as citizen
science repositories scored highly in their data rescue,
digitalization efforts, and management. Out of all cate-
gories, private, non-digitized resources scored the lowest
in their rankings across all three categories.

Discussion
This study examined pollinator species within
Yellowstone and Grand Teton National Parks from
1900 to 2021 and highlighted biases in digitalized data-
bases towards more charismatic taxa like Nymphalidae
butterflies and bumble bee species. The data indicate
that previous pollinator sampling efforts within
Yellowstone and Grand Teton National Parks varied
across taxa, collections, and regions. In addition, the
transition of data from NHCs to citizen science applica-
tions could be an effect of museum digitization backlogs
or due to the rising community present on citizen
science platforms. Private collections were informative
for some species groups (Hesperiidae) that lacked data
among other platforms and locations; however, the
trade-offs between database types limited the efficacy of
species comparisons amongst datasets. This is poten-
tially leading to an underestimations of other pollinator
groups’ importance and conservation needs, and thus
affecting broader biodiversity conservation goals such
as protection under the ESA or SDG 15. NHCs, citizen
science applications, and private/permit-derived data,
nonetheless, highlighted a handful of taxa that research-
ers can use as occurrence baselines for future species

Table 2 Shannon-Wiener Index (H’), Pielou evenness (J), and effective (true) Shannon-Wiener Index diversity (eH’) values for
specimens across families collected in GRTE, YELL, outside of the parks, and GYE-wide

Bombus Hesperiidae Lycaenidae Nymphalidae Papilionidae Pieridae
Shannon-Wiener Index (H’)
GRTE H’ 2.14 2.33 2.26 3.34*** 0.59* 2.30

YELL H’ 2.35 2.77 1.79 3.25*** 0.59* 2.47

Outside of parks H’ 1.66* 1.70 2.29 2.92*** 0# 1.91

GYE H’ 2.29 2.65 2.09 3.38*** 0.83* 2.49

Effective Shannon-Wiener Index diversity (eH’)
GRTE eH’ 8.53 10.24 9.55 28.21*** 1.80* 10.00

YELL eH’ 10.51 15.94 5.97 25.70*** 1.80* 11.84

Outside of parks eH’ 5.27* 5.45 9.91 18.53*** 1# 6.72

GYE eH’ 9.87 14.11 8.12 29.33*** 2.30* 12.02

Pielou evenness (J)
GRTE J 0.26 0.31 0.22 0.24 0.13* 0.32***

YELL J 0.28 0.30 0.19 0.24 0.13* 0.32***

Outside of parks J 0.25* 0.45*** 0.37 0.30 NA 0.43
GYE J 0.27 0.30 0.20* 0.24 0.20 0.31***

Shannon-Wiener values that are larger represent more diverse areas based on species diversity. Pielou evenness values that are closer to one represent more evenly
diverse areas based on species diversity. Asterisks are used to represent highest values (***) compared to lowest values (*) across taxonomic groups and areas. (#)
indicates the presence of no historic or citizen science records for the area

Table 3 Database category rankings for the three database
review categories: data rescue, digitalization/availability, and
archiving/management
Rank correlation

Data
rescue

Digitalization/
availability

Archiving/
management

Citizen science 95 100 75
Federal 75 5 50

Mixed 75 85 75

Private resources 5 0 0

State repository 25 25 25
University 50 25 50

Data rescue
rank

Digitalization
rank

Archiving
rank

Citizen science 1 1 1.5
Federal 2.5 5 3.5

Mixed 2.5 2 1.5

Private resources 6 6 6

State repository 5 3.5 5

University 4 3.5 3.5

Data rescue +
digitalization

Data rescue +
archiving

Digitalization
+ archiving

Spearman
correlation

0.735294118 0.925476223 0.85084104

N = 6

Critical value for
p-value < 0.05

0.829

Not significant Significant** Significant**

Initial rankings followed a 0–100 scale and were generated based on digitali-
zation statistics available online. Critical values higher than 0.829 at the 95%
significance level indicated a correlation between categories
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conservation monitoring, despite the taxonomic and
database biases present.
The Chi-Square test provided baseline evidence of the

database’s completeness that could inform subsequent
patterns of species richness and evenness within
known, digitized NHC and citizen science records. This
step was critical given the uncertainties in data availabil-
ity based on variations in digitalization efforts across
repositories. The gaps we found in the study are that
the Shannon-Wiener Index, Pielou evenness, and effec-
tive Shannon-Wiener Index diversity indices emphasize
the Nymphalidae species richness seen within the GYE
and on a global scale (Table 2) [49]. While family
Papilionidae is not the richest or even in species diversity
in the GYE, these trends correlate to this group having
the fewest number of species within a butterfly family
observed in the GYE [50] and to the previous researchers
who had taxonomic biases towards the Parnassius but-
terflies in GRTE and not necessarily within YELL (Fig. 3)
[51, 52]. Outside of the parks, private collectors with
interests in the family Hesperiidae led to higher observa-
tions of this group and the species diversity present
(rather than a taxonomic focus on a particular species),
and this caused the higher species evenness value
observed (Chuck Harp, Colorado State University, Fort
Collins, CO, personal communications, January 20,
2019). Lastly, Bombus richness and evenness values
align with the taxonomic structure of the order
Hymenoptera, family Apidae [53]; for the GYE, there
are other groups within Apidae that are more robust in
species diversity but lack digitized record availability. As
the digitalization of more repositories occurs, these
values of richness and evenness will change to be more
consistent with the weight of insect species groups
across broader taxonomic scales.
However, as the digitalization of NHCs evolves over

time through the increased pervasiveness of improving
technology and the incorporation of tools such as auto-
mated content recognitions and artificial intelligence
(AI), these metrics will certainly change, as will the
systematic taxonomic biases observed (Fig. 3); these
taxonomic biases, as predicted, align with the assump-
tion that collection biases occur towards charismatic,
well-known species rather than rare, small, or lesser-
known taxa [26, 54]. There are species for which the
understanding of its range has changed, or additional
time could be devoted to improving a collection’s taxo-
nomic understanding. The research permitting review
identified 24 unique projects and 116 permits in total,
many of which captured specimens from the park for
identification or genetic purposes. These efforts provide
targeted understanding of certain species but leave data
gaps in the status of curation needs; this is a common
problem seen in entomological studies, where taxonomic

expertise requirements for specimen collections lead to
delays in data processing [55]. High-level assessments
continue to lump biodiversity loss into species groups,
and as a result, such conclusions may be inaccurate or
incomplete [56]. The global decline of entomofauna,
with 40% of all insect species facing extinction due to
habitat loss, accelerates the need to more adequately
assess their status using digitalization [5].
Data gaps have been noted as key issues in achieving

the SDGs [57]. A robust understanding of species and
their unique conservation needs is critical to SDG 15
considering the important ecosystem services that biodi-
versity provides. By filling data gaps, information
becomes more reliable and coherent, which leads to
better decision making regarding SDG 15 conservation
initiatives [58, 59]. Similarly, biased data fail to provide
an adequate assessment of trends in biodiversity loss,
and the inability to capture the full scope of species
impact has implications for their long term sustainability
[60]. Species digitalization can improve these outcomes
by removing constraints, and making data more readily
accessible to the general public for analysis and inter-
pretation. Although digitalization can be a powerful tool
for great efficiency and innovation for achieving SDG 15,
its use is not without potential negative consequences
such as energy intensive mining and e-waste production
[61]. Increased use of technology and digital systems
promotes economic growth, and results in changes in
human behavior that may adversely affect other SDGs
such as SDG 12, responsible consumption and produc-
tion, and SDG 8, decent work and economic growth.
Research related to the relationships between SDGs is
ongoing and suggests a high level of complexity with the
need to balance potential benefits and trade-offs [12].
Since digitalization is viewed as cross-cutting, with
potential synergistic impacts, its positive effect on SDG
15 should be viewed in context with other SDGs [62].
Additionally, the Spearman rank correlation that quan-

tified the status of data rescue, digitalization, and database
management across the database categories offers an
overview of where systematic biases occur. The significant
relationship between data rescue and archiving/manage-
ment, as well as between digitalization/availability and
archiving/management, translates to the current prioriti-
zation of uploading specimens when possible while also
maintaining databases over time [54, 63]. However, these
relationships were heavily influenced by databases already
making significant strides towards minimizing taxonomic
data gaps, such as citizen science and mixed-collection
repositories, while others, such as private and state repo-
sitories, may lack the capacity to contribute to the data
digitalization effort, despite probable interest and valuable
data contributions. These rankings also speak to the
importance of database management over time; while
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collecting and digitizing specimens in the first place is
critical to answering questions about biodiversity loss,
the maintenance of species records will be critical as
taxonomic understanding and species range distributions
may shift over time. Despite the tremendous history of
biodiversity and taxonomic work nationwide, researchers
recognize that a baseline understanding of species diver-
sity is still lacking [60]. The lack of significance between
data rescue and digitalization categories highlights the
need for continued progress across not only collecting
and preserving data, but also providing access to data so
that biodiversity targets can be effectively measured.
Nevertheless, the continuation of digitized, online plat-
forms such as NHC repositories, in addition to citizen
science platforms, can hopefully mitigate some of these
taxonomic and data sharing bottlenecks in future research
endeavors, and it could even lead to future educational
opportunities. Global biodiversity public education pro-
grams and efforts to build capacity for communities to
engage in broadscale citizen science projects will yield
more robust datasets, and with faster rates of data rescue,
digitalization, and management due to evolving technolo-
gical tools [64]. As found through this study, even charis-
matic taxonomic groups like bumble bees and butterflies
will require additional data improvements if collections
intend to act as time capsules for future species diversity
assessments. Similarly, these improvements will assist in
the advancement of sustainability initiatives such as those
proposed through the SDGs.
Some limitations of our study included the reliance on

records that were considered “complete” (e.g., they
included the scientific name and date/location of the
collection). Many older, private collections included label
names that were illegible to process, and some citizen
science records included inaccurate locations that had to
be excluded from this effort; these are common issues
observed across the respective database types and only
emphasize the need for stronger digitalization/availability
and archiving/management efforts in the future [3, 14,
21–23]. Additionally, this analysis did not uncover any
missing or unexpected species from the databases. While
the data availability may be higher for some species taxo-
nomic groups, such as the Nymphalidae or bumble bees,
the data available for the parks seems relatively inclusive
to what entomologists would expect to observe in the
area; or, the species documentation for lesser-known,
unexpected, or rare species has fallen through the data
rescue cracks, thereby creating unknown data gaps that
may never be recovered.

Conclusion
The available data for bumble bee and butterfly species
in the GYE varied in their range and were spread across
federal, university, and local collections with different

digitalization statuses and taxonomic interests. GRTE
and YELL are some of the fortunate parks in the US
that have a history of insect collections; many others
lack data that would make these types of questions diffi-
cult to answer [65]. NHC and citizen science databases
will continually evolve as more digitalization efforts occur,
and this presents ample opportunity for future under-
standing of species statuses that can benefit learning
tools and even conservation targets. Since protected
areas are proposed to act as climate refugia for sensitive
species diversity given the presumed lower impact of
other anthropogenic pressures such as urbanization and
habitat degradation [66, 67], this study aimed to deter-
mine patterns in bumble bee and butterfly data that have
previously been collected, and where there are current
taxonomic gaps. As concerns over biodiversity loss
amplify and international partners strive to achieve targets
set under SDG 15, researchers need to know how tools
such as virtual NHC repositories and citizen science data
can be informative for species monitoring over time.
Targets relevant to biodiversity protection cannot be
achieved without a prior understanding of the historic
and current data availability and species occurrence status
in the complex and varying databases. Therefore, more
efforts to prioritize data transparency that minimizes sys-
tematic data biases are needed, especially for priority taxa
such as pollinators. Together, through resilient partner-
ships, multiple datasets, and collaborations across pro-
tected spaces, we can forge a path towards achieving
global sustainability goals and metrics, such as those pro-
posed by SDG 15, securing a flourishing and resilient
world of protected habitat for generations to come.
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